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Abstract: Objective To discuss the stool coccobacillus flora features between lung diseases patients and
non-lung diseases patients for confirming homotherapy for the lung and the large intestine ideology based on the lung
and large intestine being interior-exteriorly related theory. Methods Totally 112 patients were divided into lung
diseases group (47 cases) and non-lung diseases group (65 cases) by cross-sectional study. Questionnaire survey for
patients was used, including general demographic information, lung diseases and course of disease, non-lung diseases
and course of disease, medication, diet, sleep, emotional, physical and stool. Stool specimens were collected and
smear method was used to detect the ratio of coccus. Results 3 cases were lost in the lung diseases group and 5 cases
were lost in the non-lung diseases group. Stool coccobacillus mean proportionality was 0.78 in lung diseases group,
and 0.35 in non-lung diseases group, with statistical significance (P=0.041). Stool gram negative bacilli mean value
was 56.59% in lung diseases group, and 65.50% in non-lung diseases group, with statistical significance (P=0.040).
Stool gram positive coccus mean value was 33.52% in lung diseases group, and 23.80% in non-lung diseases group,
with statistical significance (P=0.004). There were 23 cases of stool gram negative bacilli aberrant type in lung
diseases group, and 44 cases in non-lung diseases group, with statistical significance (P=0.038). There were 21 cases
of loss of appetite in lung diseases group, and 14 cases in non-lung diseases group, with statistical significance
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(P=0.012). There were 23 cases of constipation in lung diseases group, and 19 cases in non-lung diseases group, with

statistical significance (P=0.044). There were 15 cases of loose stool in lung diseases group, and 9 cases in non-lung

diseases group, with statistical significance (P=0.033). Conclusion Lung diseases patients occur to alteration of
intestinal flora potentially. And symptoms include loss of appetite, constipation, loose stool, which occur to lung
diseases patients significantly, indicating lung and large intestine tend to exist homopathy. It is important to

homotherapy for the lung and the large intestine based on the lung and the large intestine being interior-exteriorly

related.

Keywords: Zand-fu being interior-exteriorly related; intestinal microecology; homotherapy for the lung and the

large intestine
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